We have used cloned mouse and human DNA probes to identify regions of conserved homology between the human and murine DNA segments, (termed kappa deleting element (kde) and recombining segment (RS) respectively) which are frequently recombined in lambda-producing B cells. Heteroduplex analysis indicated extensive homology in the region immediately downstream of the recombination site of both segments. This was confirmed by Southern and direct nucleotide sequence analyses. Fifty percent homology was detected within the 500 nucleotides that neighbour the recombination points in the kde and RS segments. These results indicate that the kde and RS sequences are evolutionarily conserved and may be functionally relevant to normal B cell development.
INTRODUCTION
Recombination of the immunoglobulin light chain gene segments during B cell differentiation occurs in an ordered fashion, such that recombination of the kappa genes initiates prior to lambda gene rearrangement (1-4). Thus, kappa-producing B cells usually retain germline lambda genes, whereas the kappa genes are either rearranged or deleted in most lambda producing B cells (1-4). He have previously reported that the progression from kappa to lambda gene rearrangement in both murine and human B cells is frequently associated with a specific deletional recombination which uniformly eliminates the constant kappa (C|<) and a portion of the joining kappa (J^J-C^ intron, including the kappa enhancer sequence (5-7). The kappa gene deletion is mediated by the site-specific rearrangement of a DNA segment or element into a palindromic heptaraeric sequence located either in the Ok-C^ Intron or within the variable kappa (V^) gene region. This recombinatorial element, termed kappa deleting element (kde) in man and recorabining sequence (RS) in mouse, is rearranged in all kappa-deleted lambda producing B cells, including those instances in which J|< genes are eliminated and recombination occurs directly to a Vfc gene.
The similarity of the deletional recombination to normal V-J joining as well as its mediation by specific recombinatorial sequences in two different species, strongly suggests that deletional recombination has functional significance and that the kde and RS may be important in the regulation of ordered light chain gene recombination. Detection of homology between these two elements would lend further support to this hypothesis.
In order to establish whether the human kde and murine RS share significant homology, we have compared their structure by heteroduplex mapping, Southern blot analysis and nucleotide sequence comparison. In this article we report the detection of a region of conserved homology between the mouse RS and human kde. The conserved segment is situated in the most 5 1 ends of the two recorabined elements, thus encompassing the region of the recombinatorial breakpoint.
MATERIAL AND METHODS

Heteroduplex analysis
Recombinant phage clones containing the rearranged kde within a cloned 10kb Eco RI fragment and the rearranged RS within a cloned 8.4 kb Bam HI fragment were subjected to heat denaturation followed by overnight renaturation in 50S formamide, 12.5 mM EDTA, 50 mM NaCl and 100 mM Tria pH 8. and to isolate the germline kde. DNA sequencing of the germline kde was carried out by the dideoxynucleotide chain-termination method using M13 sequencing vectors (10, 11) .
RESULTS
Heteroduplex comparison of the rearranged human kde and nurine RS
Our first attempt at examining homology involved heteroduplex mapping.
Thi3 waa possible becauae both human and mouse elements were originally cloned xs s
Illl" t 
Comparison of kde and RS by Southern analysis
To confirm the localization of ahared sequences within the elements, Southern biota of restricted DNA from the human kde plasmid subclone, were probed with sequences from different regions of the murine RS 3ubclone. Aa shown in figure 2 , a l.A kb base pair probe derived from the 5' region of the RS segment crosshybridized to the analagous region within the human kde.
Cross-hybridization waa not detected when more 3' RS sequences were used to probe the kde (data not shown). These results confirm the sharing of homologous sequences between the two elements and the localization of the conserved region to the portions of each segment mapping immediately downstream of the recombination site.
Nucleotide sequence comparison A 9 kb clone containing the germline kde was isolated from a human liver library in Charon 4A. As the previous analyses mapped the conserved region to the most 5' region of the kde, a 0.9 Hind III-SacI fragment spanning this region was subcloned into M13 and sequenced. In figure 3 , the germline kde sequence (which differed from that previously reported (12) Seising, unpublished). These data, although preliminary, provide further indication that the murine and human deletional elements may be biologically significant. Further studies are underway to elucidate the relationship between these elements and the ordering of light chain gene rearrangement.
